CLUSTAL W (1.83) multiple sequence alignment 



SEQID18 

SEQID27 

SEQID3 

SEQID15 

SEQID28 

SEQID19 

SEQID26 

SEQID2 

SEQID29 

SEQID30 

SEQID34 

SEQID33 

SEQID38 

SEQID37 

SEQID8 

SEQID9 

SEQID35 

SEQID36 

SEQID32 

SEQID24 

SEQID25 

SEQID21 

SEQID23 

SEQID22 

SEQID40 

SEQID16 



MLLLPLLP-VLLCVVSVSSSGSQTC EDTLKTCS-VI AC GRDGR DG 4 3 

MLLLPLLP-VLLCVVSVSSSGSQTC EDTLKTCS-VI AC GRDGR DG 4 3 

MLLLPLLP-VLLCVVSVSSSGSQTC EDTLKTCS-VI AC GRDGR DG 4 3 

MLLLPLLP-VLLCVVSVSSSGSQTC EDTLKTCS-VI AC GRDGR DG 4 3 

MLLLPLL — VLLCVVSVSSSGSQTC EETLKTCS-VIAC GRDGR DG 4 2 

MSIFTSF — LLLCVVTVVYAETLT EGVQNSCP-VVTCSSPGLNGFPGKDGR DG 50 

MSIFTSF — LLLCVVTVVYAETLT EGVQNSCP-VVTCSSPGLNGFPGKDGR DG 50 

MSIFTSF — LLLCVVTVVYAETLT EGVQNSCP-VVTCSSPGLNGFPGKDGR DG 50 

MSLFTSF — LLLCVLTAVYAETLT EGAQSSCP- VIACSSPGLNGFPGKDGH DG 50 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DD 54 

MSLFPSLPLLLLSMVAASYSETVTC EDAQKTCPAVIACSSPGINGFPGKDGR DG 54 

MSLFPSLPLLLLSMVAASYSETVTC E DAQKTC PAV I ACS S PG I NG F PGK DGC DG 54 

MTLLQPFSALLLCLSLMMATSLLTTDKPEEKMYSCP- I IQCSAPAVNGLPGRDGR DG 5 6 

MTLLQPFSALLLCLSLMMATSLLTTDKPEEKMYSCP- I IQCSAPAVNGLPGRDGR DG 5 6 

LLLLQFALQLLDGAE PQNLNCPAYGGVPGTPGHNGLPGRDGRDGKDG 4 7 

MALFKLFLGTLLLLQFALQLLDGAE PQNLNCPAYGGVPGTPGHNGLPGRDGRDGKDG 57 

MALLKLFLGALLLLQLVLQLMAGAAD — PQSLNCPAYAGVPGTPGHNGLPGRDGRVGRDG 58 
MAL LKL FLGALL LLQL VLQLMAGAAD — PQSLNC PAYAGV PGT PGHNGL PGRDGRVGRDG 5 8 
MEKLAILLLLSASIALG 17 



SEQID18 PKGEKGEPGQGLRGLQGPPGKLGPPGSVGSPGSPGPKGQKGDHGDNR — AIEEKLANMEA 101 

SEQID27 PKGEKGEPGQGLRGLQGPPGKLGPPGSVGSPGSPGPKGQKGDHGDNR — AIEEKLANMEA 101 

SEQID3 PKGEKGEPGQGLRGLQGPPGKLGPPGSVGSPGSPGPKGQKGDHGDNR — AIEEKLANMEA 101 

SEQID15 PKGEKGEPGQGLRGLQGPPGKLGPPGSVGSPGSPGPKGQKGDHGDNR — XXXXXXXXXXX 101 

SEQID2 8 PKGEKGEPGQGLRGLQGPPGKLGPPGSVGAPGSQGPKGQKGDRGDSR — AIEVKLANMEA 100 

SEQID19 AKGEKGEPGQGLRGLQGPPGKVGPTGPPGNPGLKGAVGPKGDRGDR AEFDTSEIDS 106 

SEQID2 6 AKGEKGEPGQGLRGLQGPPGKVGPTGPPGNPGLKGAVGPKGDRGDR AEFDTSEIDS 106 

SEQID2 AKGEKGEPGQGLRGLQGPPGKVGPTGPPGNPGLKGAVGPKGDRGDR AEFDTSEIDS 10 6 

SEQID2 9 AKGEKGEPGQGLRGLQGPPGKVGPAGPPGNPGSKGATGPKGDRGES VEFDTTNIDL 106 

SEQID30 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID34 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID33 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID38 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID37 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID8 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID9 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID35 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID36 TKEEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID32 TKGEKGEPGQGLRGLQGPPGKLGPPGNPGPSGSPGPKGQKGDPGKS PDGDSSLAAS 110 

SEQID24 PKGEKGDPGEGLRGLQGLPGKAGPQGLKGEVGPQGEKGQKGERGIVVTDDLHRQITDLEA 116 

SEQID25 PKGEKGDPGEGLRGLQGLPGKAGPQGLKGEVGPQGEKGQKGERGIVVTDDLHRQITDLEA 116 

SEQID21 AIGPKGEKGESGVSVQGPPGKAGPPGTAGEKGERGPSGPQGSPGSE SVLESLKS 101 

SEQID23 AIGPKGEKGESGVSVQGPPGKAGPPGPAGEKGERGPTGSQGSPGSE SVLESLKS 111 

SEQID22 ANG PKG E KG E PG VN VQG P PG KAG PPG P AG AKG E RG P S G LPGQD : CMSDSLKS 10 9 

SEQID4 0 ANG PKG E KG E PG VN VQG P PG KAG PPG PAG AKG E RG P S G LPGQD CMSDSLKS 109 

SEQID16 DANLTQLLGLEPLLKTKVEQTTP EA 42 



SEQID18 EIRILKSKLQLTNKLHAFSMGKKSGKKLFVTNHEKMPFSKVKSLCTELQGTVAI PRNAEE 161 

SEQID27 EIRILKSKLQLTNKLHAFSMGKKSGKKLFVTNHEKMPFSKVKSLCTELQGTVAI PRNAEE 161 

SEQID3 EIRILKSKLQLTNKLHAFSMGKKSGKKLFVTNHEKMPFSKVKSLCTELQGTVAI PRNAEE 161 

SEQID15 XXXXXXXXXXXXXXXHAFSMGKKSGKKLFVTNHEKMPFSKVKSLCTELQGTVAI PRNAEE 161 

SEQID2 8 EINTLKSKLELTNKLHAFSMGKKSGKKFFVTNHERMPFSKVKALCSELRGTVAI PRNAEE 160 

SEQID19 EIAALRSELRALRNWVLFSLSEKVGKKYFVSSVKKMSLDRVKALCSEFQGSVATPRNAEE 166 

SEQID2 6 EIAALRSELRALRNWVLFSLSEKVGKKYFVSSVKKMSLDRVKALCSEFQGS VAT PRNAEE 166 

SEQID2 EIAALRSELRALRNWVLFSLSEKVGKKYFVSSVKKMSLDRVKALCSEFQGS VAT PRNAEE 166 

SEQID2 9 EIAALRSELRAMRKWVLLSMSENVGKKYFMSSVRRMPLNRAKALCSELQGT VAT PRNAEE 166 

SEQID30 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 170 

SEQID34 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 17 0 

SEQID33 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 17 0 

SEQID38 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 17 0 

SEQID37 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 17 0 

SEQID8 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 170 

SEQID9 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 17 0 

SEQID35 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 170 

SEQID36 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 170 

SEQID32 ERKALQTEMARIKKWLTFSLGKQVGNKFFLTNGEIMTFEKVKALCVKFQASVATPRNAAE 170 

SEQID24 KIRVLEDDLSRYKKALSLKDVVNVGKKMFVSTGKKYNFEKGKSLCAKAGSVLASPRNEAE 17 6 

SEQID25 KIRVLEDDLSRYKKALSLKDVVNVGKKMFVSTGKKYNFEKGKSLCAKAGSVLASPRNEAE 17 6 

SEQID21 EIQQLKAKIATFEKVSSVCHFRKVGQKYYITDGVVGNFDQGLKSCMEFGGTMVSPRTSAE 161 

SEQID2 3 EIQQLKAKIATFEKVASVGHFRQVGQKYYITDGVVGTFDQGLKFCKDFGGTMVFPRTSAE 171 

SEQID22 ELQKLSDKIALIEKVVNFKTFKKVGQKYYVTDDVEETFDKGMQYCSSNGGALVLPRTLEE 169 

SEQID4 0 ELQKLSDKIALIEKVVNFKTFKKVGQKYYVTDDVEETFDKGMQYCSSNGGALVLPRTLEE 169 

SEQID16 QVEAVQEGIK EGSCPSDWYTYGSHCFKFVSIQQSFVDSEQNCLALGGNLASVHSLLE 99 



SEQID18 NKAIQEVAT GIAFLGITDEATEGQFMYVTGGRLTYSNWKKDEPNNHGSGEDCVI 215 

SEQID27 NKAIQEVAT GIAFLGITDEATEGQFMYVTGGRLTYSNWKKDEPNNHGSGEDCVI 215 

SEQID3 NKAIQEVAT GIAFLGITDEATEGQFMYVTGGRLTYSNWKKDEPNNHGSGEDCVI 215 

SEQID15 NKAIQEVAT GIAFLGITDEATEGQFMYVTGGRLTYSNWKKDEPNNHGSGEDCVI 215 

SEQID28 NKAIQEVAK TSAFLGITDEVTEGQFMYVTGGRLTYSNWKKDEPNDHGSGEDCVT 214 

SEQID19 NSAIQKVAK DIAYLGITDVRVEGSFEDLTGNRVRYTNWNDGEPNNTGDGEDCVV 220 

SEQID2 6 NSAIQKVAK DIAYLGITDVRVEGSFEDLTGNRVRYTNWNDGEPNNTGDGEDCVV 22 0 

SEQID2 NSAIQKVAK DIAYLGITDVRVEGSFEDLTGNRVRYTNWNDGEPNNTGDGEDCVV 220 

SEQID29 NRAIQNVAK DVAFLGITDQRTENVFEDLTGNRVRYTNWNEGEPNNVGSGENCVV 220 

SEQID30 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID34 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID33 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID38 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 224 

SEQID37 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID8 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID9 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID35 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 224 

SEQID3 6 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID32 NGAIQNLIK EEAFLGITDEKTEGQFVDLTGNRLTYTNWNEGEPNNAGSDEDCVL 22 4 

SEQID24 NTALKDLIDPS SQAYIGISDAQTEGRFMYLSGGPLTYSNWKPGEPNNHKN-EDCAV 231 

SEQID25 NTALKDLIDPS SQAYIGISDAQTEGRFMYLSGGPLTYSNWKPGEPNNHKN-EDCAV 231 

SEQID21 NQALLKLVVSSGLGSKKPYIGVTDRKTEGQFVDTEGKQLTFTNWGPGQPDDYKGLQDCGV 221 

SEQID23 NQALLKLVVSSGLSSKKPYIGVTDRETEGRFVNTEGKQLTFTNWGPGQPDDYKGLQDCGV 231 

SEQID22 N-ALLKVFVSS — AFKRLFIRITDREKEGEFVDTDRKKLTFTNWGPNQPDNYKGAQDCGA 22 6 

SEQID4 0 N-ALLKVFVSS--AFKRLFIRITDREKEGEFVDTDRKKLTFTNWGPNQPDNYKGAQDCGA 22 6 

SEQID16 YQFMQALTKDANGHLHSTWLGGFDAIKEGTWMWSDGSRFDYTNWDTDEPNNAGEGEDCLH 15 9 

* * • • • ** . : * : : : : * 
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SEQID18 
SEQID27 
SEQID3 



ILDN — GLWNDISCQAS-FKAVCEFPA- 239 
ILDN — GLWNDISCQAS-FKAVCEFPA- 239 
ILDN — GLWNDISCQAS-FKAVCEFPA- 239 



9? Ml 



SEQID15 


ILDN- 


-GLWNDI SCQAS- 


r KAVCEr PA- 


o o n 

zjy 


SEQID28 


I VDN- 


-GLWNDI SCQAS- 


HTAVCEr PA- 


o "O o 


SEQID19 


ILGN- 


-GKWN DVPCSDS- 


FLAICEFSD- 


24 4 


SEQID26 


ILGN- 


-GKWNDVPCSDS- 


FLAICEFSD- 


"~> A A 

Z 4 4 


SEQID2 


ILGN- 


-GKWNDVPCSDS- 


FLAICEFSD- 


24 4 


SEQID29 


LLTN- 


-GKWN DVPCSDS- 


fit T7TTr<pr , rin 

FLVVCEFSD- 


2 4 4 


SEQID30 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


o / o 

Z 4 o 


SEQID34 


LLKN- 


—GQWNDVPCSTS- 


HLAVCEr PI — 




SEQID33 


LLKN- 


- GQWN DV PC S T S - 


HLAVCEr Pl- 


Z 4 o 


SEQID38 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


2 4 8 


SEQID37 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


Z 4 o 


SEQID8 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


2 4 8 


SEQID9 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


Z4 0 


SEQID35 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


z 4 o 


SEQID36 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


O /I o 

z 4 o 


SEQID32 


LLKN- 


-GQWNDVPCSTS- 


HLAVCEFPI- 


24 8 


SEQID24 


IEDS- 


-GKWNDLDCSNSNI FI ICEL 


254 


SEQID25 


IEDS- 


-GKWNDLDCSNSNI FI ICEL 


254 


SEQID21 


IEDT- 


-GLWDDGGCGDI- 


RPIMCEIDIK 


246 


SEQID23 


IEDS- 


-GLWDDGSCGDI- 


RPIMCEI DNK 


256 


SEQID22 


IADS- 


-GLWDDVSCDSL- 


YPIICEIEIK 


251 


SEQID40 


IADS- 


-GLWDDVSCDSL- 


YPIICEIEIK 


251 


SEQID16 


MNAASAKLWFDVPCEWK- 


FASLCSRRM- 


185 
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